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= New (11) 
= Updated (9) 

Gramene	
  Release	
  46	
  
• 	
  39	
  complete	
  reference	
  
genomes	
  

• 	
  21	
  Monocots	
  
• 	
  12	
  Eudicots	
  
• 	
  1	
  basal	
  angiosperm	
  
• 	
  5	
  Lower	
  plants	
  
	
  

 Oryza sativa ssp. japonica
 Oryza rufipogon
 Oryza sativa ssp. indica
 Oryza nivara
 Oryza glaberrima
 Oryza barthii
 Oryza meridionalis
 Oryza longistaminata
 Oryza glumaepatula
 Oryza punctata
 Oryza brachyantha
 Leersia perrieri
 Triticum aestivum
 Triticum urartu
 Aegilops tauschii
 Hordeum vulgare
 Brachypodium distachyon
 Zea mays
 Sorghum bicolor
 Setaria italica
 Musa acuminata
 Arabidopsis thaliana
 Arabidopsis lyrata
 Brassica oleracea
 Brassica rapa
 Glycine max
 Medicago truncatula
 Prunus persica
 Populus trichocarpa
 Theobroma cacao
 Vitis vinifera
 Solanum lycopersicum
 Solanum tuberosum
 Amborella trichopoda
 Selaginella moellendorffii
 Physcomitrella patens
 Ostreococcus lucimarinus
 Chlamydomonas reinhardtii
 Cyanidioschyzon merolae

Driven by: 
•  Assembly quality 
•  Community needs 
•  Depth & breadth 
•  Project Support 
•  INSDC 
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Browser	
  Displays	
  

 Data served by Gramene browser 

•  Repeats/TE’s	
  
•  Genes	
  
•  EST/cDNA	
  features	
  
•  InterPro	
  domain	
  
•  Gene	
  Ontology	
  (GO)	
  
•  Variants	
  (Effect	
  Predicted)	
  

•  Whole	
  Genome	
  Alignment	
  
•  PhylogeneRc	
  Gene	
  Trees	
  
•  Ortholog/Paralog	
  
•  Synteny	
  mapping	
  

ü  Accessioned	
  Genomes	
  
ü  Community	
  AnnotaRon	
  
ü  Expression	
  
ü  VariaRon	
  
ü  Epigenomics	
  

•  Up	
  
•  Public	
  mysql	
  server	
  
•  Ensembl	
  API	
  &	
  

RESTFUL	
  interface	
  
•  Genome	
  Browser	
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Where to start 
•  Species + Genomic Location 

http://ensembl.gramene.org/Arabidopsis_thaliana/Location/View?r=1:8001-18000 

•  Terms and IDs (Gene, Interpro, Variation, GO) 

•  Sequences (Protein, DNA) 
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Background on 
Basic Local Alignment Search Tool 

        Database       
                  Type 
Query Type 

DNA  
databases 

Protein databases 

DNA blastn, tblastx blastx 

Protein tblastn blastp 
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Why Gramene Blast 
•  Gramene Blast is integrated with Gramene genome 

browser. 
•  Serve as entry point for Genome browsing 
•  Position a sequence to the genome   
•  Identify orthologs and paralogs, gene trees 
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Highlights 
	
  
• 	
  	
  	
  Improved	
  drasRcally	
  since	
  release	
  45	
  April	
  2015.	
  	
  	
  	
  	
  
Be^er	
  user	
  interface	
  and	
  be^er	
  efficiency.	
  	
  
• 	
  	
  	
  EBI	
  NCBI-­‐blast	
  web	
  services.	
  
• 	
  	
  	
  Taxonomic	
  tree	
  of	
  the	
  target	
  genomes	
  
• 	
  	
  	
  TickeRng	
  system.	
  AutomaRc	
  refreshing.	
  
• 	
  	
  	
  Karyotype	
  view	
  of	
  result	
  hits	
  
• 	
  	
  	
  Results	
  can	
  be	
  downloaded	
  and	
  saved	
  
• 	
  	
  	
  Hits	
  lead	
  to	
  the	
  locaRon	
  view	
  of	
  target	
  region	
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Please	
  see	
  the	
  Demo	
  video	
  at	
  
Up://Up.gramene.org/pub/gramene/outreach/
webinars/DemoFinal.zip	
  


