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Welcome to the 
Protein Database Tutorial

This tutorial will describe how to navigate the section of Gramene that 
provides collective information on proteins from grasses (family
Poaceae/Gramineae). The protein entries are annotated by 
associating the following ontology concepts if known:

– Gene Ontology (GO) 
• Molecular function of the gene product. 
• Biological process in which the gene product is involved. 
• Cellular component where the gene product is localized. 

– Plant Ontology
• Plant structure where the gene is expressed (PO)
• Plant growth stage at which the gene is expressed (GRO)

* Only rice (Oryza) protein entries are manually curated.

Gramene v. 20
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Search

Protein accession
Names/Symbols/Synonyms

Organism (Cultivar)
Evidence Codes

Protein Name
Symbol

Synonym
EC #

Gene Name
Link to BLAST

Gen Bank Accession
Trembl Accession
Species & Cultivar

Phenotype
Comment

Ontology Associations
References

Evidence Codes
Protein Similarities

Protein Features
FASTA sequence

Gramene BLAST

Browse Ontology DB
Associated Proteins

Ontologies DB

NCBI, ExPaSy, GRIN
IRIS, PFam,. 

PROSITE, Protomap

Literature DB

Genes DB

Detailed Information 
from Proteins Database
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Tutorial Help
The hand icon indicates a link that allows 

you to go to the same page in your web 
browser.

If you are viewing this tutorial with Adobe 
Acrobat Reader, click the "bookmarks" on 
the left hand side of the Reader for easier 
navigation.

Action Options are noted in this type of font.

Notes or comments use this style font.
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Gramene Home Page

Click here to open 
Protein Home Page

http://www.gramene.org/
http://www.gramene.org/protein/index.html
http://www.gramene.org/protein/index.html
http://www.gramene.org/protein/index.html
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Protein Home Page

3. Click to browse by Gene 

2. Click to Search by 
Pfam or PROSITE
(slides 13-15).

Ontology (slides 16-17.) (See 
Ontology tutorial)

Possible searches. Click 
some examples to get 
you started.  

1. Search by entering a 
term and clicking search 
(slides 6-12.)  

http://www.gramene.org/tutorials/ontologies.html
http://www.gramene.org/tutorials/ontologies.html
http://www.gramene.org/tutorials/ontologies.html
http://www.gramene.org/protein/index.html
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Results for Search by Term  or 
keyword

Click to select 
“Wildcard” for a 
broader search.  

Lists the type of experiments carried out 
to ascertain the protein’s function. Click 
on a code for it’s explanation.

Click the accession 
number to view the 
detail information page 
for a protein (next slide)

1. Term Search: Results using “heading date”

Click for 
Help Docs.  

http://www.gramene.org/documentation/protein_help.html
http://www.gramene.org/documentation/protein_help.html
http://www.gramene.org/documentation/protein_help.html
http://www.gramene.org/documentation/protein_help.html


General Protein Info
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Species and cultivar (stock) from 
which the gene was sequenced

Click for  BLASTP query to find 
best match(es) to peptide 
sequences deduced from the 
TIGR rice gene models. (See 
Blast Tutorial)

Click to link to the 
gene detail (see 
Gene Tutorial)

A textual description 
of the protein

Alternate names used in 
various databases and 
scientific literature.

Shows the name(s) of 
the protein molecule 
based on its function or 
phenotype

Protein Detail Page: General Information

Cross references to 
GenBank and 
SWISSPROT 
protein entries.

http://www.gramene.org/tutorials/BLAST.html
http://www.gramene.org/tutorials/BLAST.html
http://www.gramene.org/tutorials/mutant.html
http://www.gramene.org/tutorials/mutant.html
http://www.gramene.org/db/protein/protein_search?protein_id=78578
http://www.gramene.org/db/protein/protein_search?protein_id=78578
http://dev.gramene.org/Multi/blastview?query=peptide&species=Rice&database=peptide&database_peptide=PEP_TIGR&method=BLASTP&sensitivity=EXACT&stage_results_run.x=1&_query_sequence=MNYNFGGNVFDQEVGVGGEGGGGGEGSGCPWARPCDGCRAAPSVVYCRADAAYLCASCDARVHAANRVASRHERVRV
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Protein Detail Page: Associations

Protein Associations

Click to view the 
Reference(s) used 
to assign the 
ontology term.  

Click terms to view Ontology 
Information (See Ontology tutorial).

http://www.gramene.org/tutorials/ontologies.html
http://www.gramene.org/db/protein/protein_search?protein_id=78578#associations
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Protein Detail Page: Similarities

Click these options to link to NCBI’s BLink to display the graphical 
output of pre-computed BLASTP results against the non-redundant 
(nr) protein database from NCBI.

Click these options to find if there are any 
known proteins that share the structural 
homology with the given protein

http://www.gramene.org/db/protein/protein_search?protein_id=78578#similarities
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Protein Detail Page: Features

Click to view a list of other protein 
entries that belong to this Protein 
family or share the Pfam/PROSITE 
domain. 

Click to learn more about the Protein 
Family to which the protein belongs (if 
applicable).

Click to link to protein entry 
in ProtoMap database at 
Cornell University.  

Click to link to PROSITE database for info 
describing the various PROSITE signatures the 
respective protein entry carries (if applicable). 

Click to link the ExPAsy server for analyses 
of physiochemical features analyzed by 
ProtParam tool.

http://www.gramene.org/db/protein/protein_search?protein_id=78578#features
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Protein Detail Page: References

Click to see Literature Detail Page for that
reference (See Literature tutorial). 

Lists of all the references used for 
annotation of the selected protein. 

Click to search for more references on this 
protein that are in the literature database but 
were not cited in the curation 
(See Literature tutorial).

http://www.gramene.org/literature/ref_demo/index.html
http://www.gramene.org/db/protein/protein_search?protein_id=78578#references
http://www.gramene.org/tutorials/literature.html
http://www.gramene.org/tutorials/literature.html
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Protein Detail Page: FASTA Sequence

Click here to download the sequence in FASTA format for 
further analysis or your research purposes. 

For bulk download of all the sequences please visit our ftp site
ftp://ftp.gramene.org/pub/gramene/CURRENT_RELEASE/data/protein

http://us.expasy.org/cgi-bin/get-sprot-fasta?Q9FE92
ftp://ftp.gramene.org/pub/gramene/CURRENT_RELEASE/data/protein
ftp://ftp.gramene.org/pub/gramene/CURRENT_RELEASE/data/protein
ftp://ftp.gramene.org/pub/gramene/CURRENT_RELEASE/data/protein
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Search by Pfam or Prosite
Search by Pfam or PROSITE

From the protein search section, 
click on the “Search by Pfam or 
PROSITE” for this search option.

Search Pfam / PROSITE by either a name or an id 
as given in examples.  

*Note: Some proteins do not have associations to Pfam and PROSITE features.  
This will restrict your search.  

http://www.gramene.org/db/protein/protein_advanced
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Results of Pfam or PROSITE Search

Results Pfam/Prosite search
Actual name of the 
Pfam/PROSITE Class.

Pfam Accession IDs. 
Click to find proteins in 
that protein family

PROSITE Accession IDs. 
Click to find proteins that 
belong to that ID.
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List of Proteins belonging to  Pfam or PROSITE Entry

Pfam/PROSITE IDProtein Name
as recorded in 
Gramene. Click 
to view the detail 
information.  

Click to view the 
Swiss-Prot protein 
entry page.  

Click to view the 
GenBank (NCBI) 
protein entry page.  

Click to view the Pfam
annotation (column not 
available for PROSITE).

Click to link with the Pfam or 
PROSITE database for more 
information.

Download the 
ids/accessions in 
various formats

Matrix displays   
summary of all the 
Pfam/PROSITE  
domains the given 
list of proteins share 
in addition to this 
(e.g PF00033).

http://www.gramene.org/db/protein/protein_advanced?pfam=PF00033
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Browse by GO Slim

Search GO Slim
Click a term to quickly browse the 
Ontology database to find a list of 
proteins associated with these 
particular keywords 
(See Ontology tutorial).

Click to search category in GO
(See Ontology tutorial).

Note: Many proteins do not have associations to Gene Ontology (GO) 
terms.  This will restrict your search.  

http://www.gramene.org/protein/#browse
http://www.gramene.org/tutorials/ontologies.html
http://www.gramene.org/db/ontology/search_term?id=GO:0030234
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Results for GO Slim

Results for GO
The term’s 
lineage in a 
molecular 
function 
category tree 
and its 
children.

Number of 
proteins 
associated 
with this 
term.

Expandable tree 
icon informs 
you that child 
terms exist.

A summary of the total 
number of Annotations to 
the given Gene Ontology 
(GO) term.

The GO term details include 
name, synonyms, definition and 
comments (if any).

Links to proteins associated 
with term.

http://www.gramene.org/db/ontology/search_term?id=GO:0030234
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Documents

Resources offering 
information and 
Help regarding the 
protein database.
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Tutorial & FAQ
Tutorials offered in 
PDF, Powerpoint, 
or HTML.

Select module for FAQ

Search FAQ by keyword

Submit a question 
to Gramene
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Help

Help documents 
provide definitions of 

terms used, as well as 
hints for searches.
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Contact Gramene

Use the feedback button, located at the top of every page, to 
provide feedback or to ask questions about Gramene.

Email Gramene at gramene@gramene.org

or

mailto:gramene@gramene.org
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