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Accessing Gramene

To access Gramene, open your browser
(such as Netscape, IE, Mozilla, or Firefox).

(If some website features don’t work correctly, try using a different browser)

In the address bar type www.gramene.org
and press “Enter” to open the Gramene
Home Page.
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Home Page Navigation

Only on home page,
indicates Gramene release
number being used

20 (Dec 2005)

Select “feedback” from any page to

Click on Gramene reference that page and open a
Logo to return to communication box. Use for asking
the Home page questions or giving feedback.




Home Page

Quick Search

Find anythin

Search |
Have you tried...?

*+ |earning to use Gramene
tools and resources with
the tuterials

+ Gramene Tips Archive

Gramene Tips

give advice on

using the site.
The Archive

found at the top
of all other pages

contains all tips.
N PS-

Quick search iparative Grass Genomics

oad | Resources | About | Help

Quick Start

Bl GENOMES: Browse sequenced genomes for Rice, Maize &
Arabidopsis; LOOK far rice/maize synteny; Narrow your search with
Gramenehart; Search for sequence alignment with BLAST,
search by Gene Ontology.

& PROTEINS: Search by PFam or ProSite or Browse by Gene
Ontalogy using GO Slim.

& MAPS: Browse genetic or physical maps for Rice, Maize, wheat,
Barley, Oats, Sorghum, and other grasses, or use the
Comparative Map Viewer (CMap) to compare maps of different
types and species,

£ MOLECULAR MARK
[dentification Tool
including Rice, M

- Use the Simple sequence Repeat
T, or search by marker type Or species,
orghurm and Others,

nes OF GTL database for important

pheno Ll e Fice QTL, Maize
O T Quick links help get |

&1 uter  you directly to where nds and topics of
intere

you want to go
' miology Term tO Gramene.

v20 (Dec 2005)
Feedback

Featured News

Breaking news on genomic
research

Fice Mews Waorldwide fram
IFRI

Gramene News Archive

Visit us at

Flant and Animal Genome
=% Caonference, January
14-18, 20086, [

News about the

current release and

the grass genomic
community is listed
here, along with a

\

\Gramene Calendar. )



Non-home Page Navigation

This heading is on
all pages except for
the home page.

Quick search, optionally select a specific
database to search, enter a term to

Title identifies the search for, and click on “search.”

page being viewed.

| Find amything » || = | Search

Click logo to return
to Home page

Easily accessible “Feedback”

Eropdown Navigation Bar
(see next slides) button on every page.




Searches

| Find anything # ||

| search |

Genomes | Download | Resources | About |Help
! OTL Home | Simple Searc LeCLlu S8 S0 S Tatarial | FAG

A EL mene QTL Database

Markers

QTL rn:h:| | Submit |
Each module has Genes
g | 1 ar . creation that identifies 3 ion of the gename as containing a gene (or
it's own module- nyy Proteins r measured. They are shown a chromosome where the
specific i Ontologies d in the mapping experime

Module specific searches will search

. : M Literature . .
navi atlon bar ein L identified for numerous
9 \ ONLY that module (the example here

below the main is on presenting the GTL
Gramene

\navigation bar./
arviewy on how to usH

QTL Search or Browse Optioy

All-Gramene

database. For more information, see the help page.

Gramene Modules and\
The user can search the CITL databas by any one or all of the following. Use the symbal * for
wild card search (e.g. seed). tools used to access
the databases. See

+ Trait name (e.g. Zeed color, A

+ Trait symbol (e.g. SOCL, ALSI individual module
+ Trait categoary 3
¢ Ahiotic stress | Anatnm%x\ tutorials. /(rrﬁ Cluality | Sterility ar fertility | “igar | Yield

ey g - MUTER
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Genomes

Find anything ||

| Search |

Find | Al

Gramene Genome Browser

mene-Ensembl

/ Bris a weh-hasgd {Rice-japonica [ec 2004
Select Genomes to access the Ffﬁ}?;igaﬁ'ﬁn”;p'i'; e ( Maize  Oct2004
genome browser, as well as hnology. { Arabidopsis ~ May 2004

search tools GrameneMart  joint project Links
- EBl and the Sanger
and BLAST LOQO to return to lop da suﬁwars Bat alsequence retrieval
\____ theHomepage  _ Jmeani ol | iy cuchos
on selected eukaryotic genomes. Ensembl is B gase note

primarily funded by the Wellcame Trust.

Species in Gramene

TIGR +3
PLE]
TIGR v

:ti Gramenelart

{ BlastView
{ Release Note

/

Select which genome to view.
Also available are Rice-Maize
synteny diagrams.




Downloads

RAMENE Downicad Find anything + || | Search |
AN V2N P WY 2\ P & Search | Genomes Resources | About | Help

Download Index
FTP Site

FPC Physical Map (AGI)

Genetic Maps

In Silico Data

Microsatellites

Databases as tab-separated-value files
bySOL database dumps (insert statements)
Protein Data

RiceGenes Database (Archived Copy, October 2000)

Download data or software to
install Gramene on your own

Blast Databases machine.
Software
ooript to search for simple sequence repeats in FASTAformatted DMA sequences —-by 5. Cartinhour
Gramene YWeb Site and supporting code. (live version)
Gramene YWeb & supporting software by anonymous CWE,
A Comparative Mapping Resource
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Defines terms, abbreviations
and acronyms used. Links to
other on-line glossaries

Click to browse fact pages
on different grass species

. rwnload About HE'T recuvaun
Rice genome sequencing effarts | COrmpes w Species Pages Al Gennr_’nin:s | Rice and other cereal crop
(%] _?_z;éllgigfﬁ e l - . DR lslsl |:|I 1 Glossary ?éﬁ?ﬂ?ﬂcfr:;tr?cls | Plant Breeding | Mewsletters |
Rice Recip|  Provides links to s Submt a Term
other websites of g -inks Pages .
interest Rl e cletiers Submit a gene or

ontology term to

Rice Genome Sequencing Efforts the database

Fice Genome Program (RG Links page of genetic
US Rice Genome Sequencin newsletters for rice

Flant Genome Initiative at Ru
Arizona Genomics Institute (AG])
Clemson University Genomics Institute (CUG)

Wisconsin Rice Genome Project

Rice Genome Analysis, McCombie Lab, Caold Spring Harbor Laboratory
TIGR Rice Genaome Project and TIGR Rice Gene Index

Mational Center for Gene Hesearch Chinese Academy of Sciences, China
Mational Center for Genetic Engineering and Biotechnology, Thailand
Rice Genome Project in Hepublic of China, Taiwan

Genoscope, France

IRD Rice Genetics Group, France

Monsanto Rice Genome Project

* * & F b ¥R
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() A Akt |Find anything V|| | Search |
N\AAIVIEC NI
ANS # =N P WP P2\ P & |Search | Genomes | Download | Resources Help

EY about | funding | name | contact | publications | employrment | persops o CRETTESHIE
About Us

Outreach Program

Gramene: A Resource sompal omics

The rice genorme is morethan = rocnures for nnds s hiology of a sirf LT winto the structure and function of
genes in other crop | . ference [ejfie NS - dentify and understand the
relationships among Click to access e of gras: L over the past two decades has
shown remarkably c Gramene information gy ollaborators . maize, sorghum, barley, wheat,
rye, sugarcane and | . tial body 0075 n that the rice gename is
substantially colineas and hlStorY- ~ grasses, opening the possibility of using rice synteny relationships to
rapidly isolate and characterize homologues in maize, wheat, barley and sorghum.

As an information resource, Gramene's purpose is to provide added value to data sets available within the public sector to facilitate
researchers' ability to leverage the rice genomic sequence to identify and understand corresponding genes, pathways and phenotypes in
the crop grasses. This is achieved by building automated and curated relationships between rice and other cereals for both sequence and
bialogy. The automated and curated relationships are queried and displayed using contralled vocabularies and web-based displays. The
controlled vacabularies (Ontologies), currently being utilized include Gene antalogy, Plant ontolagy and Trait ontology. The web-based
displays for phenotypes include mutant and guantitative trait loci (GTL) modules. Sequence based relationships are displayed in the
genome browser adapted from Ensembl, in the comparative map viewer (CMap), Blast databases, and pratein displays.
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RAMENE Workshop_tutorial. htmi ' Find anything v || | Search |
AN VNP W NP nlSaarch | Canamae | Nawnlnad | Bacnurces | About
Gramene help docs and Wsm Map
documentation Help Documents

The following table is a guide to the resources available to help you answer your Release Notes

Tutorials
There are currently 9 main modules within Gramene. The modules are interrel: FAQs 5 often more than

one way to obtain information of interest. The following table provides a briststs ith a link to their
individual entry pages, help documents, tutorials and quides

Workshop Materials
Mailing Lists
Rice Gene

wi the Gl .&ik l-'ls

Searchable Frequently : of queries that can be e have provided bath

Asked Questions about
Gramene, curation, and |
database modules. Joing Gig

referanced with your emall

y used in Gramene, pl

ct the Feedback button on the top
g. The page you are on when you clich ¢

E-Lists for discussion
and for announcements

izeneral, Data

Link to info on Rice gene Curation.
nomenclature BLAST, Maps,

Senomes,
Literature,
iZenes,
Cintologies,

‘ [ mrere—ereqaently asked questions
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Footer

Collaborators and funding sources
are linked along the bottom

mages link to species
information pages

WL T £ e AL
Information about
citing Gramene
Gramene purpose,
history and people

Provides an overview of
everything on the site




Contact Gramene

Search |

| Find amything » |

7

Use the feedback button, located at the top of every page, to
provide feedback or to ask questions about Gramene.

A VLE LN
(AT N ZATANATAZ AT AN



mailto:gramene@gramene.org
http://www.gramene.org/db/feedback/send_feedback
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