
Welcome to Gramene’s RiceCyc

(Pathways) Tutorial

RiceCyc allows biochemical pathways to be
analyzed and visualized.

This tutorial has been developed for first
time and casual users of RiceCyc.

These slides relate to Version 1.2 of
RiceCyc.

Gramene v. 24
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Tutorial Help

If you are viewing this tutorial with Adobe

Acrobat Reader, click the "bookmarks"

on the left hand side of the Reader for

easier navigation.
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•RiceCyc allows biochemical pathways to be analyzed

and visualized.

•Gramene has incorporated the latest TIGR 4 genome into

this release to create an Oryza sativa specific pathway

dataset.

•Data is under development and subject to change. If you

do see any errors in the dataset please feel free to contact

us through the feedback provided at the top of Gramene

webpages.

Introduction
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Gramene Home Page

Click here to open the

Pathways module
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Quick links to rice

pathways

A short summary

of RiceCyc

Lists available

species

About

Pathway

Tools

External

links

Click here to

begin your

search

Pathways Home Page
Most current

release notes

RiceCyc

navigation
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Search Options

Note: the RiceCyc ontology is separate

from the other Gramene ontologies in the

Ontologies Database.

1) Term search (slides

9-19)

2) Browse by RiceCyc ontology

(slides 20-21)

3) Find a Pathway (slide

22)

Select a dataset (see slide 8)
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Search Page Navigation

Click to follow links

(Slides 23-32)

Click to compare

available species (slides

33-36)

Click to return to

Pathways home

Click to access

Help docs.

Submit a question or

give feedback
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It is important that you choose the

right dataset before starting your

work. Rice is the default.

Select your organism
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1. Protein (slide 10-11)

2. Pathway (slide 12 - 14)

3. Reaction (slide 15)

4. Compound (slide 16-17)

5. Gene (slide 18 - 19)

6. RNA (Currently not

available)

RiceCyc can be searched  by

several parameters

1. Searches in RiceCyc
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Select “Protein”

Enter protein

name or EC#

Click Submit

Results

   Protein Search

Click on the

appropriate

selection
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      Protein

Protein name and

synonyms

Gene associated with

protein

Reaction schematic of

the gene

Reactions catalyzed

by the enzyme

Pathways containing the

enzyme. Click to access

pathway
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Select

“pathway”

Enter pathway

name (or partial

name)

Level 1

Click for more

detail (next

slide)

Compound (red text). Click for

more info (slide 17)

Reaction (blue line) Click to go to

reaction page (Slide 15)

   Pathway Search
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Level 2

      Pathway Levels 2 & 3

Protein. Click for protein

page (as in slide 11)

Gene, click to go view gene in

genome browser

EC number (click to go

to reaction page, as in

slide 15)Level 3

Reactions Compounds
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Level 4

      Pathway Levels 4 & 5

Level 5

Move between levels with

“more detail” and “less

detail” buttons.
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   Reaction SearchSelect

“Reaction”

Enter reaction

name or EC#

Click Submit

Results

Click to go to ExPaSy

for more gene products

that catalyze the

reaction.
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   Compound Search
Select

“Compound”

Enter protein

name or EC#

Click Submit

Results
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      Compounds
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   Gene SearchSelect “Gene”

Enter gene name

Click Submit

Results

Gene Schematic, see slide

19.

Click to go to

Gramene Ensembl

page



RiceCyc 1.2

19

A line from a gene to a circle - the gene codes for the protein

Two circles linked together -  a gene product is a subunit of a protein complex

 Circle connected to reaction -reaction is catalyzed by enzyme.

      Gene Schematic

Protein complexes

EC number of catalyzing

enzyme

Gene
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2. Browse RiceCyc Ontology

Select your ontology
Click “submit”
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   Browse RiceCyc

Ontologies

+ indicates term is

collapsed, Click to

expand ontology tree.

- Indicates term

is expanded.

Click to collapse.

Click parent term for more

information on other relationships

Click terms at end of tree to go to

Pathway (as in slides 12-14)
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3. Browse Pathways

Select your

pathway type

Click “submit”

Click term to

open pathway

(as in slides 12-

14)
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4. Summary Information

(Image from

search page,

Slide 7)

Summary for

RiceCyc  in table

form (Slide 24) Metabolic Map

(Slides 25-27)

Omics Viewer

(Slides 28-32)

Release info

Pathway

summary
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RiceCyc Summary
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The flow of the pathway is from the top of the page to the bottom

Biosynthetic pathways                  TCA Cycle       Catabolic  Orphan

5a. Metabolic Map Overview
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   Metabolic Map Overview

Mouse over compound to see

compound name and pathway.

(requires javascript browser)
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.

   Metabolic Map Overview

Mouse-over to close

pop-up

Click to print out a

diagram of pathway

Click links to

navigate

Click a compound to access

details and pathways
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5b. Omics viewer data selection

Visualize your Microarray Expression data,

Proteomics data, Metabolomics data, Reaction

Flux data, or other experimental data on the

Metabolic Overview diagram.
Select dataset

Select data to

upload

Select valuesIdentify terms
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Enter column

numbers

Select color

scheme

Select display

type

Click “submit”

   Omics viewer display selection
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   Omics Viewer display

Red lines represent

upregulated processes.

Yellow lines represent

downregulated processes.

Blue lines represent

unchanged processes.

Caution: Requires 5-30 minutes

to process!
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   Omics viewer pathway regulation

Hovering over a reaction will

tell you the name of the

compound affected and the

influenced pathway.

Regulation of a pathway can be

followed over a timecourse. In this

example the carotenoid pathway

becomes switched on over time.
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Omics Viewer Table

Pathway display
Details of differentially

regulated genes in pathway

Gene names
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5. Comparative Analysis

Select organisms

to compare

Click “submit”

Select analysis to

make
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Comparative Analysis Table 1

Click on a pathway

class to get more

detail (see next

slide)

Table 2 at bottom of

page (see slide 36)
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Comparative Analysis Amino Acids

“X” indicates this pathway

is present in this organism.

Click to see Pathway (as in

slides 12-14.)
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Comparative Analysis Table 2

Information on pathway

holes.
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Contact Gramene

Use the feedback button, located at the top of every

page, to provide feedback or to ask questions about

Gramene or your search needs.

 Email the Gramene list at gramene@gramene.org

or


