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Accessing Gramene

To access Gramene, open your
Internet browser (such as
Netscape, IE, or Safari).

(If some website features don’t work correctly, try using a different
browser. We recommend a Mozilla based browser.)
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Option 1 -

e In the address bar type
“www.gramene.orqg” and press
“Enter” to open the Gramene Home
Page.

) Gramene - SmartFox Internet Browser
File Edit ‘iew Go Bookmarks  Tools H_el\
— /
.@ | (=g viﬂ) @p:ﬁwww.gramene.nrgj )
/

A Resource jor Comparative Grass Jenom
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http://www.gramene.org/

Option 2: Access Gramene
Mozilla via Biobar

i N
Get Biobar at

http://biobar.mozdev.org/
_

Genome Links

Sequence Links
Structure Links
Function Links

» Plant Databases eFloras
Animal Databases m «

KEW Gardens
Maize CDB

LAY Y Y ¥YY

Fungal Databases
NCBI Links

rFirefox File Edit View Go Bookmarks Tools Window Help
a8eee GCoogle
‘<::\ v (J/!} http:/ jwww.google.com/
gMlng Started  Latest Headlines &
rch | msD H—] [ Text Search I:! for |

Goo

Home Page of The Comparative Mapping Resource for Grains

DDBJ Links

TAIR |
Other Links

Tropicos

yvywvwyvw

Google Search | I'm F

FlagDB++
GBIF

Links
Tools

L

v

Submissions

Custom Links >
Options..
About..

Google Calendar: Organize your scheduls

Advertising Programs - Business §

E2006 Goog
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http://biobar.mozdev.org/

Home Page Navigation

WWW.gramene.org Date and Release # of current

version of database. (Only on
(if some website features don’t work correctly, home page)
try using a different browser)

GR_Ah ENE A Resource for Comparative Grass Genomics w23 (MNovemiber 2006)
| |species. | |about [ Help.

Quick 1 ch Cuick Start

Al e il GENOMES: Browse sequenced genomes for Rice, Maize & ene Release 23

Arabidopsis; Look for rice/msy 5 ,
: enehart; Search for se Select “feedback” from any page to
| Click on Gramene

Search 35 e Dntology. reference that page and open a
oy 1y Logotoretunmto o by PFa communication box. Use for asking
guestions or giving feedback.

==l the Home page g GO Slim.
Have Questions...?

MAFS: Browse genetic ar physical maps far Rice, Maize, Wheat,
* Gramene now has tutorials Barley, Oats, orghum, and other grasses, or use the Comparative Visit with us at
for every module, also Map “iewer (Chap) to compare maps of different types and species.
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Quick search —
general search of
multiple modules plus

\Websne pages

Home Page

E A Resaurce for Comparative Grass Genomics

Cuick Start

Quick Search

Al Avallable | GENOMES: Browse sequenced genomes for Rice, Maize &
Arabidopsis; Look for ricedmaize synteny; Marrow your search with
Gramenelart; Search for sequence alignment with BLAST, search by

Gene Ontology.

Searzh 3 single module or all awvailable
modules plus online documentation.
Diwversity , Pathways, BLAST and bt not
available in this search.

PROTEINS: Search by P
using GO Slim.

or ProSite or Browse by Gene Ontology

Have Guestions...? )
MAPS: Browse genetic or

Barley, Oats, Sorghum, an
Map Yiewer (CMap) to com

| maps for Rice, Maize, Wheat,
asses, or use the Comparative
of different types and species.

* Gramene now has tutorials
for every module, also
FECOMIMEN

experienced : MARKERS: Search i A
* Askguestions gh Probes (Primers, Oy QUICK Start heIpS get
Feedback or Em FPCantigs, etc.), and  YOU directly to where imple
* See FAQ for gques d Sequence Repeat |d ou want to do fast 5,
el including Rice (Onz y 9 .
Gramene Tip:

TRAITS: Search the Genes or OTL database for important
phenaotype-releated loci such as Rice Genes, Rice CITL, Maize OTL

Gramene's source of gen o )
ts in Ontologies.

predictions is the Tl
database.
* Browse All

Gramene Help and Tips
give advice on using the
site. Click “All Tips” for
more pointers.

Search for SMP and S5 allelic variation
eat germplasms.

MEW - Search for ALL the rice pathways
11/8/2

v23 {(MNovember 2006,

Featured Mews

HEW Gramene Release 23
release notes.
HEW haizeSequence.org

now availatlel
® HEW Gramene Movember
ews|gtter
s Worldwide from
IRRI
ith us at
* [Data ouse
Tech gin
Bioi s, December
4-F

mal Genome
anuarny 13-17,
e Woarkshop)

\

News about the
current release and
the grass genomic
community is listed
here, along with a

\Gramene Calendar. -



Non-home Page
Navigation

Quick search, optionally select a specific

Title identifies the database to search, enter a term to
page being viewed. search for, and click on “search.”

This heading is on
all pages except for
the home page.

‘GRAM NE Genome_browser Find anything v Search

Click logo to return
to Home page

Empdown Navigation B@ Easily accessible “Feedback”
(see next slides) button on every page.

11/8/2006 4




RAMENI
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Quick Search

Al Avalable
| |
Search

Searzh 3 single module or all available
midules plus online documentation.
Diwversity , Pathways, BLAST and hart not
available in this search.

Have Questions...?

* Gramene now has hitoerials
for every module, also
recommended for
experienced Users.

® Aclk gquestions through

RAMENI

Q7L
AN/ # =N WANP 2\ # | Search | Genomes | Download | Resources | About |Help

Searches

A Resaurce for Comparative Grass Genamics

Genomes | Species (Download |Resources | About | Help
Genomes-Ensembl

Maps-CMap Cluick Start

v23 {(November 2006)
Feedback

Featured News

Markers
aTL
Drversity )
Genes

guenced oe

Proteins FFarm or P

Pathways tutorials.

Ontologies

Gramene Modules a
tools used to access
the databases. See

individual module

d\Gramene Release 23

n

g notes.
MaizeSequUence.org
vailatlel
Gramene Movember
|etter
Hewes Worldwide from

g

or physical mapsTor Fice, Maize, YWheat,
Literature

Sequences-BLAST

, and other grasses, or use the Comparative
compare maps of different types and species.

Visit with us at

All-GrameneMart
Frobes (Primers, O

Note that you are in the QTL module

December

| Find anything + | |

Search

Feedback

(% | OTL Home Jimple Search | Power Search | Help | Tutorial | FAQ

Gramene QTL Database

al creation that identifies a pa Module specific searches will

d. They are shown as interval

ft. search ONLY that module

ST Luick Search: |

Each module has it's own
module-specific navigation
bar below the main Gramene
navigation bar.




Click Logo to return to

the Home page

Genome browser

Geno

N
Select Genomes to access the

genome browser.

Find in Genomes Al v [ Search
—
=== Browser Links | -
— K7 Genomes Home | DryZae | Cther Poaceas | Cither |
mmsmane g Genemes Help r ;_h . zea mays
— Switch Species (i (malzel
—— o [ﬁgamse ST Rlce/Malze synteny views are
S— available from either the rice or
| Efrnpuwer:—zd | - rufipogon
. Sl (' the maize genome pages.
i [ EE]

——— Ahout Gran \embl \
S— The Gramene wser is @ web-based tool for viewing annotatior] Rice Synteny Vs Maize I:|§‘C/""|ﬂll'
——— cereall genarr al maps. The Browwser is built on Ensembl tec
—— ) Rice Chr1ws. Maize |+ |

=i {project between EMBL - EBI and the Sanger

. otation o
— ﬂ Select a genome to view. Example Features
E—— b Fene: di1
SE— ¥ Transcript: A5Z0EZ
p Contig:  APODZ727
11/8/2006 See Genomes 9
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\Y X YA\ "\' w |Search | Genomes

MITIY]

apecies

| Find anuthing % | |

| | Search

_L_il_ L

Download |Resources | About | Help
Species | Rice | Maize | Wheat | Barley | OatiEle=n 8y 7e )] we | Sorghum | Wild Rice

Maize (fea)
W eat (Triticum)

A Barley (Hordeum)

uCereal Pages: Introduction | Cereal Statis

ramene

Select a Specie from the ats (Avena)

menu or the footer xtail Millet (Seta

Pearl Millet (Penni

Select to change specie.

g ]
i Nz=l. %‘ Rye [{Secale)
z corn wheat Sarahum (Sarabuml Fye sorghurm wild rice
. RA Each species page provides
— otos by Molly Fog YIS Y T ™Y Searr); cenomes | Species |Download || 1 1 1 1
A AN L LAV pecies |Da information in many categories
. Species | Rice | Maize | Wheat| Barley| QOats | Foxtail Millet] Pear
= All Cereals:
— . . ) Oryza Maps and Sty
The following | p depicts the relatid ry P
] to represent t ntir? phylogeny of EOJ'yzaSpecies Page: Introduction | Facts | Anatorny | Taxonory | gronomic Statistics | Research | Educational Links |
e measuremen  [To vievw a mare cor mutrition | Recipes | Mews | Germplasm Resources | Gramene Statistics | Gramene Statistics | Gramene Queries
— H [ts Figure 2*
2005 Rice Production
Figure 1*
=] Oryzq jativa N R B -5 (00 Menle Tonmes [ 1,000,000 - 0,999,995 Af
. 10 cL R INIT} I ;o6 - 59,983 Wt I 7U000,000 - 43,999,539 M
| :;;1‘_ i ' 109,000 - 398 300 it [ S0.000,000 - 100,000,006 ¢
: O L B Qver 100,900,000 it
Eual ll| [~ .
134U . = I':',.L".dj"m .,’1 T
Ll 13 _J'C {'
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— Downloads

Dawnload

| Find arwthing |+ | | | | Search |

Genomes | Species Resources | About | Help Feedback
Download Intoys

FTP Site

FPC Physical Map (AGH
Genetic Maps
In Silico Data
Microsatellites
Databases as tab-separated-value files
hiyS L database dumps {insert staterments)
Frotein Data
RiceGenes Database (Archived Copy, Octaber 20000
Blast Databases
Software
Script to search for simple sequence repeats in FASTA-formatted DMA sequences --by 5. .Carinhour
Gramene Webh Site and suppoarting code. {live version)
Gramene Webh & supporting software by anonymoos CWS.

Download data or software
to install Gramene on your
own machine.




Resources

Find anuthing %

Provides links to
other websites of
interest

Definitions of terms,
abbreviations and acronyms
used. Links to other on-line
lossaries

| Fesources

ininfarm

Cereal Genomic Databases Flant Bree .
Functional Genomics Germplasm Res Adricult Sme It a gene or
Genormic Research and Education Fathology Other (non-ce ontology term to

Tools for Mucleotide and Protein Seguence Analses

the database

Complete Rice (Oryza sp.) Sequ Links page of genetic

* \RGSP sequences newsletters for cereals

* TIGR pseudomaolecule

Cereal Genome Sequencing Efforts

Rice
» |nternational Rice Genome Sequencing Project (IRGSF) - The International Rice Genome Sequencing Project (IRGSP), a
consorium of publich funded laboratories, was established in 1997 to obtain a high quality, map-based sequence of the rice
genome using the cultivar Mipponbare of Onza sativa ssp. japanica. tis currently comprised of ten members: Japan, the
LInited States of America, China, Taiwan, Karea, India, Thailand, France, Brazil, and the United Kingdom. The IRGSP adopts
the clone-by-clone shotgun seguencing strategy so that each sequenced clone can bhe associated with & specific position on
the genetic map and adheres to the policy of immediate release ofthe sequence data to the public domain. In December
2004, the IRGEP completed the sequencing of the rice gename. The high-quality and map-hased sequence ofthe entire
denome is now available in public databaszes.
[RGESP Mambears:
o Rice Genome Proaram (RGP Japan RGP is aioint nroiect of the Mational Institute of Aarobiolonical Sciences (MIAS)
1178726068 12



About

GRAMENE About Find anpthing + BSeaizhE

| | | | [ Ao [T
Abowt | Funding | Mame | Contact | Publications | Employment | Personnel | Gra

Gramene: A Resource for

The rice gename is mare than a resource for understanding
ather crop grasses aswell. Using rice as the sequenc
genes, pathways an

a single speci re and function of genes in
home, researcher: relationzhips amaong
ive wark overt remarkably consistent

conservation of ge = aize, sorgh e and other agriculturall

impartant grassges. CIICk to access g gennmegis ge and shnrtgscales witsr:

other crop grasses 1 1 = to rapidly i ues in maize, wheat, harle
b Gramene information Y JUCEL LY

and sarghum.

Ag an infarmation re and hIStOI’y. 0 data sets available within the public sectar, which will facilitate
researchers' ahility to understand the rice genome and leverage the rice genomic seguence for identifying and understanding corresponding genes,
pathways and phenotypes in other crop drasses. This is achieved by huilding automated and curated relationships between rice and other cereals
for both sequence and hiology. The automated and curated relationships are queried and displayed using controlled vocahularies and web-hased
displays. The contralled vocabularies (Ontalogies), currently heing utilized include Gene ontalogy, Plant ontolagy, Trait ontalogy, Environment
ontology and Gramene Taxonomy ontology. The weh-based displays for phenotypes include the Genes and Quantitative Trait Loci (QTL) modules.
Sequence based relationships are displayed in the Genomes module using the genome browser adapted fram Ensembl, in the Maps moadule using
the comparative map viewer (CMap) from GMOD, and in the Proteins module displays. BLAST is used to search for similar sequences. Literature
supporing all the above data is organized in the Literature datahase.

The technological core of Gramene is the MySQL database management system. Wie have developed a rational schema to represent the various
hinlogical entities of Gramene, and a middleware layer to dynamically translate this infarmation into Weh pages.

Funding

Gramene projectis supported by an IFAFS grant from the USDA Cooperative State Research and Education Service (CEREES), PGl grant from the
Mational Science Foundation, and was previously supported by a Cooperative Agreement through the LUSDA Agricultural Research Service.

MName

The name Gramene is a play on the name of the Grameen Bankwhich specializes in small loans to the poor {mastly wormen) in emerging
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Dactim entation
L-__ 111

A1 X 7.V, “\‘ "‘.' % | Search | Genomas | &nacies |Nownlnad |Resources | About

Gramene help docs and W
Help Documents

* Web Site Help documentatlon
information aboutTme T T T O T
search, aswell as dlscuss search results and nﬁerterm
definitions.

o GRNOMES

o BLAST

0 hdang

_—

Searchable Frequently
Asked Questions about
Gramene, curation, and

. database modules.

- FA'DS prnwde ANsWwers tu GO asted by
<ch module, as

Link to mfo on Rice gene  |*™*
nomenclature

[] 0 =

Tutorials explore individual modules and all the functions.

Select your preferred format

[mF IR = Y

HHHHHHHHHHHHHHH

Nedmbs OO

11/8/2006

Help

|[ Search ]

| Find arything |+ | |

Relea:e Notes
AL Tutorials
* Rice Gene NoL= ¢
dard Ope Workshop Exercises
o Docurr[EETTNEREES
o External Use S0 EE0 R T ER RN N

il s s
a |nstallivia™2

E-Lists for discussion
and for announcements

* Exercises
Exercizes answer hiological questions often using
multiple modules.
o RiceCAP 2006 Workshop (6/068) Conducting
searches. QTL and markers. Introduction to

14



Click “Species” or
seed images to link to
\ species pages

C & ey B S

Footer

Collaborators and funding sources
are linked along the bottom

2B o B

_Last modified: Thu Aug 17 18:56:25 2006

Provides an overview of
everything on the site

Site Map | About | Cite

Grafmene |

Gramene purpose,
history and people

Information about
citing Gramene




Coﬁtact Gramene

L A A Resaurce for Comparative Grass Genomics v23 {November 2006)
(1Y) i'_"_ '_\lii '._-".'_ % |Search | Genomes | Species Download [Resources About |Help

Feedback

Quick Search [ Start About Us
: Outreach Program
All dvailable v ‘ Get contact info 1 genomes for
| | — a2 2 SYNteny; Erul:hure
Search ] GrameneMart; Search for sequence alignmen SR RELE
Search 3 single madule or all awvailable Gene Dn’[D|Dg'_',".

Collaborators

|
madules plus enline decumentation. overmber

Diversity . Pathways, BLASTand bt not K PROTEINS: Search by PFam or ProSite or B

awailable in this s=arch. aliiiicl o fie oy b
M e L) Use the feedback button, located at the top of every page, to
provide feedback or to ask questions about Gramene.

I
—_—

—— II

Email Gramene at gramene@qgramene.orq
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