Gramene v. 24

Welcome to the Markers Database Tutorial

The Markers Database will allow you to locate a
specific marker based upon marker name, marker
type or species.

Once identified, you will be able to view marker
information, including 1D, germplasm and
genome positioning, as well as get marker-type
specific information.

Markers also link to the Maps, Literature and
Ontologies Databases.




Tutorial Tips

If you are viewing this tutorial with Adobe
Acrobat Reader, click the "bookmarks" on
the left hand side of the Reader for easier
navigation.

Note! Although we continually work to make Gramene compatible with all
browsers, there are problems with some browser versions. If you're having
difficulty viewing Gramene, try using a different browser. Please report any
problems with browsers through Gramene Feedback.
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Gramene Home Page

{ AMEN A Resource for Comparative Grass Genomics
ANS 02N I WP § 2\ | Search | Genomes Species | Download | Resources | About | Help

Quick Search

Genomes-Ensembl

Maps-CMap Quick Start

an inced genomes for Rice, Maize & Arabidopsis; Look
g o Diversity row your search with GrameneMart; Search for
earc |

Genes BLAST search by Gene Ontology.

Proteins ) )
am or ProSite or Browse by Gene Ontology using

Search s single module or all Pathways
available modules plus online .
documentation. O"ong'es

D‘V%"{ - PS_*I“:fYS,- Et‘::f“ST 8:: il | iterature p Qs for Rice, Wild Rice, Maize, Wheat,
not avallable In this searcn. .
Sequences.BLAST or use the_lComp_aratlve Map

s mar

Have Questions...?  LUEeEENEET Click here to open
EIMARKER S—Seazch for Geng bes
o Gramene now has tutorials (Primers, Overg Markers Page nd
for every module, also Sequences (GSSs, ESTs, et tification
recommended for Tool (SSRIT); or search by species, including Rice (Oryza sativa), Maize,

experienced users. Sorghum and Others.
o Ask questions through

Faadhark ar Fmail —
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View Previous Gramene



Markers Home Page

Markers Hom cers Search | View Map Sets | SSR Markers Resource | Help | Tutorial

Gramene Marker Database

Markers Quic

The markers database shows basic information about the different markers use
but all markers will display the marker name, synonyms, source species, and a listing @

marker name. To search for markers by type and source species, as well as by name, click on
document

find a marker name or
click on “Markers
Search” for more

For more information about the current release, see the |)

(see next slide).

Use “Quick Search” tO\

advanced search options

/Pe,

_/

““Release Notes” describe additions,
updates, and changes for the latest
release of the database.
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Markers
Search

Oryza perennis (Oryza pergnnis)
Oryza punctata \
Oryza rhizomatis (chloroplast ONs2

Oryza ridleyi

Oryza sativa (indica cultiv
Oryza sativa (indica cultiv
Oryza sativa (japonica cul
Oryza sativa f. spontanea
Oryza sativa f. spontanea
Oryza sativa x Oryza eichj

Oryza sativa x Oryza long|
Oryza sativa x Oryza rufipogd
Oryza schlechteri (mitochondrion Oryz
Oryza sp

Panicum maximum

Panicum miliaceum (proso mill
Panicum sumatrense
Panicum virgatum (switch

& mark

ome | Markers Sear

Name:

Type:

ew Map Setf

Spalum simplex)

m
are (buffelgrass)
glaucum (Pearl Millet)

2. To refine search, specify a
marker type and/or a species.

3. Click
“search.”

[m138 [~-Any-- ~||-Any / ~|
e p— .
T [Sestcn ] ctear] Or Click to run
Egnzrzﬁ:l)gtelmewal 840697 AG841134", "rm™", Oat RFLPs like "C Sample Searchesl
deletion Currently in Database
Egl Cluster Count Type Count
1. Type marker FPC 2,561,808 Search AFLP 8,150| Search C||Ck|ng on ““Search”
name Use * for 8222 quel t i:ng;i zearc: Bre(a:kpi)int interval 32; zearc: |etS you Search for
wildcards. e nmg%on 895 Seﬁ\\markers of that type
g g N\ FP 22,65 earc )
Clicking on a marker type lets o ooaoet
you view a definition of that e e
marker type _pize Bin 100| Se These tables ShOW a
. . —r—  QTL 11,210] Se
RrLP RAPD | se breakdown of markers
SSR Primer Pair RFLP 17,739| Se H
sts o] inthe database by
neete SSR Primer Pair |16.883| Se marker type
Undefined 68,879| Sean

3/22/07

13,561,886 total



Marker Search Result

ﬁitle identifies parameters

ﬁ Markers Home | Markers Search | View Map Sets | SSR Markers Resource | Help | Tutorial Of the SearCh'
Search results for Oryza sativ ng "rm138*."

Name: Type:

Species:

Irm138* | -Any-- j | Oryza sativa (Rice)

There are 146 results

Search | Clear|

for this search.

"AG840697 AG841134", "rm*

", Oat RFLPs like "CDO™

", or view help.

S
Markers 1 to 25 of 146. Page |1 of 6. | Next
Name Synonyms Species Type
7%»/1138 D48106 Oryza sativa| SSR Primer P
CIle on a marker RM138 D48106, OSR26 |Oryza sativa SSR
. . . AUT13802 RM13802 _1Oryza sativalSSR B=
name to view its details RM13802 = F sativa Click on linked column titles to
(see Slide 10). AUT13803 %sza =aa|SS{  sort results by that column.
AUT1@5/ 138977RM3220 Oryza sativa|SS
// / 113807 Oryza sativa| SSRY~——__
] _ 13807 / Oryza sativa SSR
Click on SPECIES Or type for ~~ AUT13808 [(M13808 Oryza sativa| SSR Primer Pair
more info on that species or RM1380 Oryza sativa| -SSP
marker type (SIld(?S 7_8) AUT1 / RM13809 22;: z:::‘: { Use Download link at

Search results mclude marker
synonyms. If you don’t know the
3/22/07 name of a marker, you may
search on its synonym.

bottom to view a tab-
delimited file of entire
result set (see Slide 9).




Species Detail

Title identifies parameters
of the search.

& Markers Home | Markers Search | View Map Sets | SSR Markers Resource | Help | Tut AQ
View Species "Oryza sativa"

Name: Type: Species:
|--Any-- L' | Oryza sativa (Rice) j
Search | Clear|

E.g., "AG840697 AG841134", "rm*, Oat RFLPs like "CDO*", or Click to search for all map

I/ Search for map sets < SetS IinkEd tO the SpeCieS.

Search for mappable entities o —
Species: Oryza sativa
Common Name: Rice
Click to search for all markers nene Taxonomy ID:|GR_tax 013681
linked to this species. Description: NA /

Taxonomy Links to
Ontologies
Database. See
3/22/07 Ontologies Tutorial 7




Marker Type Detall

Title identifies parameters
of the search.

[\ Markers Home | Markers Search | View Map Sets | SSR Markers Re

Name: Type:

source
View T4pe "SSR"

p | Tutorial |

F

/pl\?arker type detail shows What\
Is known about a given marker
type, such as its name, a

SSR

~||~Any-

Search | Clearl

description, and possibly some

4

d

cross-references. /

E.g., "AG840697 AG841134", "rm™", Oat RFLPs like " ew help.

Type:

SSR

Description:

Simple Sequence Repeat; also known as microsatellites or simple sequence
length polymorphisms (SSLP).

Search for all itspaahle entities of type "SSR”

3/22/07

Click to search for all the markers
of this particular type.




sults for all Oryza sativa SSR markers matching

Download data

ame:  MarkerType:  Species
|| SR v Oryza sativa (Rice)
Search Clear
b., "AGD20731 AGD20732", "rm™", Oat RFLP markers like "CDO™", or view hegl
Markers 1 to 11 of 11
[Marker Name |Marker Synonyms | Species [Marker Type
RM138 OSR26 Oryza sativa |[SSR
RM1381 MRGO381.RGPO381 |Oryza sativa |SSR
RM1381 MRGO381.HAUD381 |Oryza sativa |SSR
RM1381 MRGO381.ARS0381 |[Oryza sativa |SSR
RM1384 MRGO384. ARS0384 |Oryza sativa |SSR
RN1384 MRGO384. RGPO384 |Oryza sativa |SSR
RM1385 MRGO385. ARS0385 |Oryza sativa |SSR
RN1386 MRGO386.RTO386  |Oryza sativa |SSR
RM1387 MRGO387 . HAUD387 |Oryza sativa |SSR
RN1385 MRGO388. ARS0388 |Oryza sativa |SSR
RNM1388 MRGO388.HAUD388 |Oryza sativa |SSR
[ Downiqgd Data ]
For each
search you may
view a tab-

delimited dump
of entire result
set by clicking
the “download

data” link. /

3/22/07

marker id

6060
5894143
5902576
5902577
5894144
5894145
5894146
7326
8603
8679
5894147
5902578
5894148

36{249
539WM 50

5894151
5894152
5894153
5894154
5894155
5894156
5894157
5894158
5902579
5894159
5894160
5894161
6975

5225

oM A4 25

marker type species
38R Oryza sativa RM138
38R Oryza sativa RM13802
38R Oryza sativa RMe122
35R Oryza sativa RM3220
38R Oryza sativa RM13807
38R Oryza sativa RM13808
38R Oryza sativa RM13809
38R Oryza sativa RM1381
38R Oryza sativa RM1381
38R Oryza sativa RM1381
38R Oryza sativa RM13817
38R Oryza sativa RM450
38R Oryza sativa RM13819
38R Oryza sativa RM13820
38R Oryza sativa RM13821
38R Oryza sativa RM13822
38R Oryza sativa RM13823
38R Oryza sativa RM13824
38R Oryza sativa RM13825
38R Oryza sativa RM13826
38R Oryza sativa RM13830
38R Oryza sativa RM13833
38R Oryza sativa RM13834
38R Oryza sativa RM1168
38R Oryza sativa RM13836
38R Oryza sativa RM13837
38R Oryza sativa RM13838
38R Oryza sativa RM1354
38R Oryza sativa RM13E54

[l ul Fat ey — o o o

ﬂu“ b R s |

marker name
D48106, O3R2Z6
AUT13802
AUT13803,RM13803
AUT13805,RM13805
AUT13807
AUT13308
AUT13309
AYD18056, MRGO381. AR30381
AY¥YD18056, MRGO381.RGPO381
AY¥YD18056, MRGO381.HAUO3S1
AUT13817
AUT135818,RM13818
AUT13819

AUT13820

AUT13821

AUT13822

AUT13823

AUT13824

AUT13825

AUT13826

AUT13830

AUT13833

AUT13834
AUT13835,RM13835
AUT13836

AUT13837

AUT13838

AYD18059, MRGO354 . AR30384
AYD18059, MRGO354.RGPO384

21174 2 & .

marker synonyms




Title identifies parameters
of the search.

Name:

Type:

Marker Detall

Marker details vary with
marker type!

Search

Species:

RM138

View Rice SSR "RM138"

SSR

LI |Oryza sativa (Rice)

Search | Clear|

E.g., "AG840697 AG841134", "rm™, Oat RFLPs like "CDO™", or view help.

Tab identifies information displayed

Map Positions (8) ‘ Associations (3) ‘ Images (0) I

I~
N D 17486174 (. . |
o 1 ——— Info from search (see slide 6). |
OSR26
Synonyms (2) | ~ENBANK_ACCESSION € D43106 _— _
Type o The germplasm from which
Species Oryza sativa (Rice) the marker was deriVEd, if
Germplasm UNKNOWN i
= —__ available.
Repeat Motif (GT)14
Anneal Temperature |55
Expected PCR Product Si|233

Sequence Source

Remarks

Database Cross-referen

Gramene Literature

Akagi-H Yokozeki-Y Inagaki-A Fujimura-T, Microsatellite DNA markers for rice chromosomes,
Theoretical and appl~=<qetics, 93, 1996, pp. 1071-1077

3/22/07

Cross-references in Gramene’s literature 10

database. See Literature tutorial.




Source/Library

_E Markers Home | Markers Search | View Map Sets | SSR Markers Resource | Help | Tutorial | FAQ
Search

Name: Type: Species:
RM138 SSR LI I Oryza sativa (Rice)
Search | Clearl

E.g., "AG840697,AG841134", "rm™, Oat RFLPs like "CDO™", or view help.

View Rice SSR "RM138" Tab identifies information displayed

tails| Source/Libra

P

Name UNKNOWN
Center Name:

sociations (3) I Images (0) |

Center Project:

Development Stage:

Tissue Type:

Cell Type:
Cell Line:

Sex:

Comments:

Plant Ontology:

Growth Ontology:

Environment Ontolo¢

3/22/07



Title identifies parameters of the
search. (note: for display purposes this
Is different example than slide 10)

View Rice SSR "RM138"

\I\/Iappings

Associations (3) ‘ Images (0) I

Details | Source/ L%s)

These links go to the Maps module, where you can get
more information on this marker. See Maps Tutorial.

Species YPpE€ Map Set Name|Map Start Stop Map Comment

Oryza sativa (Ric etic  |Cornell SSR 2001 RM138 |2 196.8 cM| 196.8 cM|View Comparative Map
L CNYU Bal/Nan//Bal BC1 QTL 2001|RM138|2  |176.72 cM|176.72 cM|View Comparative Map
Tab identifies OSR26|1 N76.73 cM|176.73 cM|View Comparative Map
information Cornell IR64/Azu DH QTL 2001 RM138 |4 MM 196.8 cM View Comparative Map
disp d IRRI Lem/Teq RI QTL 2001 OSR26|2 260.2\\ ~60.2 cM|View Comparative Map
Ispiaye |7371| RD23/Olong F2 QTL 2003 — bmparative Map
f02/IR50 UCD QTL 2003 Species: Onzad bmparative Map

Map Set Name: Cornell SSR)\
pSU EM93/5518 BC QTL 2004 Map Type: Genetic @pa[ati\/e Map

Start Position: 0

End Position: 2034

CMap Map Accession:| cu-dh-2001-2

// /
Click for Map Set info.
(As in Slide 17)

3/22/07

Mappings by Type

Click to get map info
and view a list of all
markers on this map.

Type |Num. Mappings|
SSR 57|Restrict Mapping:
RFLP 12|Restrict Mapping
Gene 10|Restrict Mappings\
Undefined 3|Restrict Mappings
Centromere 1|Restrict Mappings
Mappings
Mappings 1 to 25 of 83. Page |1 of 4. | Next
Name Type Species |Start|End| CMap Link
RM485 SSR Oryza sativa 0 0| cu-dh-2001-2-2
OSR17 SSR  |Oryza sativa| 1.1| 1.1| cu-dh-2001-2-3
RM154 SSR  |Oryza sativa| 4.8 4.8 cu-dh-2001-24
RM110 SSR Oryza sativa| 6.9| 6.9| cu-dh-2001-2-5
OSR14 SSR Oryza sativa| 6.9| 6.9| cu-dh-2001-2-6
RM211 SSR Oryza sativa| 14.4|14.4| cu-dh-2001-2-7

12




Assoclations

Tab identifies
information displayed

View Rice SSR "RM138"

Details | Source/Library | Map Positm,ﬁitydat{'}&‘iges (0) |
Directior Name Type Species |Analysis |Assoc. Typ

From RT3 forvar

RM138_reverse

3/22/07
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Title identifies parameters of the
search. (note different example)

View Rice SSR Primer Pair "RM138"
Details ‘ Source/Library ‘ Mappings I Associati Images
e E— ™

Images

l/\/’
- RM138 - ) —
” Tab identifies
= information displayed

375 — - 1 IR36
350 e 2 N22

3 IR64
325 | - ot 4 Azucena
300 o f 5 Zhai—Ye—Qing g

6 Jing-Xi 17
275 - If available, PCR
250w - | images will be here.

11 Nipponbare
-
225 w- w - ~ o 12 Kasalath
M 13 BS125
14 BS125/WL02 F1
1595 374 S5 RGRT =S FORMN] RN AN S
10 13
reference
- lane
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Marker Info Varies

@arker details vary with

View Aegilops tauschii EST "BU808655"

marker type!

When appropriate, there will be

a tab for sequence

Schii cONA clone

1D 3730135
Name BUB0B6E55 (GENBANK_ACCESSION 0)
3 (GENBANK_GI) BUB0B555.1 (GENBANK_VERSION)
Type EST
Species Aegilops tauschii
Germplasm |UNKNOWN ///////
ESTO0007 Aegilops tauschii RWA induced cDNA liby
Description ABO00009 3, mRNA sequence
| Clone ABO0000S
Contact: Botha-Oberholster AM of Genetics and Forestry and
Agricultural Biotechnology | Ulty of Agriculture and Natural Science,
University of Pretoria 74 r. Hillcrest, Pretoria, Gauteng, ZADOO2,
Cammont South Africa Tel: 22 45 Fax: 27 12 420 3947 Email:
fmers FORWARD: T7 BACKWARD: SP6 Insert Len
ality sequence start: 50 High quality sequence stop: 772
Date Creat
Date ated |2002-10-11
Lab Host
Map
Note mRNA/CDNA TAG_TISSUE=Not found
origin
Ref Authors |Lacock, L., Van Niekerk,C., Loots,S., Du Preez F. and Botha A=M.
Ref Location |Unpublished (2002)
Ref Medline
Ref Pubmed
Isolation and Characterization of cDNA Sequences from Russian wheaf
Ref Title induced Aegilops tauschii
Ref Year |2002

3/22/07

“ac.za Obtained from Russian wheat aphid indu View Aegilops tauschii EST "BU8S08655"

Details Source/Library Sequence Mappings Associations  Images

TTTTATCTCATCCCNTCTATGCATCCAACGCGTTGGGAGCTCTCCCATAT
GGTCGACCTGCAGGCGGCCGCGAATTCACTAGTGATTGGAATGGGTGGTG
TGGGAAAGACAGCTCACAGAALCTGCTGCGACGAGTAGAACCAATAGAGTG
TTGTATATATGATGC TGAGAAAAGGAGGACAAALGAGCTAGCAGTALATA
ATTGGCTTGGTCAATTGAGAGATATTATATATGATGTAGATGALLTCTTG
GACGTGGTTAGATGTAAAGGAAGCAALGCTACTGCCTAATTATCCTTCATC
ATCATCAAGCAAATCATTTGCATGTAAAGGCCTTTCAGTTTCCTCTTGTT
TTTGTAACATTGGGTCACGTCGTCATGTTGCTGTCACTACAAGALATATG
TCAACTAGTGACCTTCTGTCCGTGACCCTGGAAGAATTGGTCATAGATCT
ATGACCATTTCAGACCAATTGGTCGAAAGCTATTCGGGGGGCTCCALACC
CTAAACCATTACGACCATTTTGGTCAGAAAGGTCATAATTTCCTTACACG
AABAGGTCATAAAGCAAACAGCGCTAGTCCGCTGCCTTACTTCTAGTTGT
TAACGACCAATATAGATGGTCATAGCCTTGTAAATTGTGGTGGGTTGCTA
TGACTAGGCCCACCTCATCAATTTTACCCACCCCCCCATTNCAATCGAAT
TCCCGCNGGCCGNCATGGCGGG

{Length = 722)

15



View Map Sets

B Markers Home | Matkers Search | View Map SetS | SSR Markers Resource | Help | Tutorial | FAQ

View Map Sets
Name: Type: Species:
| | -Any-- ~||-Any-
- Search | Clear
Select hyperlinked
1 E.g., "AG840697 AG841134", "rm*", Oat RFLPs like "CDO*", or view help.
headings to sort table by g | P
that column. Restrict to:
Map Type: Species:
~Any- | [-Any- ~|  Submit |
Map Sets 1 to 25 of 203. Page |1 of 9. | Next
Map Type N Species Map Set Name CMap Accession |Num. of Maps
Bin Zea mays Bins maize-bins 10| View
Deletion Triticum aestivum wEST 2003 west 21| View
Genetic Avena sativa Cornell Diploid 1995 cu-diploidoat-1995 )’View
Genetic Avena sativa Oat, KxO, 2003 wic2003a 29| View
Genetic Hordeum vulgare Barley consensus - 1995 lap1995a 7| View
Genetic Hordeum wulgare Barley consensus 2 - 1996 qix199% 7| View
Genetic Hordeum vulgare Barley consensus 2003 k}// 7| View
Genetic Hordeum vulgare Barley genes 2 - 1997 /49/73 7| View
Genetic Hordeum vulgare NABGMP SxM 1933~ _abgmp-1993 7| View
Genetic Oryza sativa CIAT SSFy/ lom2006 12| View
Genetic Oryza sativa Corgsl“/ cu-dh-2001 12| View

3/22/07

= —

Click for Map Set info.
(See next slide)

16



Map Set Info from Markers db

Name:

View Hordeum vulgare Genetic Map Set "Barley consensus - 1995"

Type:

Species:

[-Any- =l[-Any-

Search | Clear

E.g.. "AG840697 AG841134", "rm*", Oat RFLPs like "CDO*", or view help.

Map Set Name:

Barley consensus - 1995

Database Cross-references

Species: Hordeum vulgare
Map Type: Genetic
Description:
Published On: 31 December 1995
Distance Unit: cM
CMap Map Set Accession: lap1995a
GrainGenes Map Data Barley consensus

Gramene Literature

Langridge-P Karakousis-A Collins-N
Kretschmer-J Manning-S, A consensus
linkage map of barley, Molecular Breeding, 1,
1995, pp. 389-395

View CMap Map Set Info

——

<IMaPS Dappings by Type | Mappings by Map and Type |
—

Maps 1to 7 of 7

Namg¢No. Mappind CMap Link
1H 78| View in CMap
2H 117| View in CMap
3H 100| View in CMap

Jappin@s by Type\ Mappings by Map and Type ‘

R

3/22/07

ps Mappings by Type m‘;ppings by Map and Type

Type |Num. Mapping
RFLP 536
Gene 3
RAPD 9
Undefined 9
Centromere 7
Clone 2

'Map Name Type |Num.Mapping
1H RFLP 68
Gene 7

Undefined 2

Centromere 1

=1 21 RFLP 110
Gene 5

Centromere 1

Undefined 1

3H RFLP 93
Gene 4

17




SSR Markers Resource

Use the SSRIT to search for repeats of
your own data. (see slide 19)

BN Markers Home | Markers Search | View Map Sets | SSR Markers Resource | Help | Tutorial | FAG

Microsatellit

For your convenience, we have listed below some useful hypertlinks to references and e information about rice microsatellite (SSR) markers.
1. SSRIT - The Simple Sequence Repeat |dentification Tool identifi

ect simple sequence repeats (SSRs) in any given sequence(s). If you find this tool useful, we kindly request that you
cite Temnykh et al (2007).

2. Panel of 50 standard SSR-makereand Click to view a panel of 50

common SSRs (see slide 20)

3. Table of SSR Primers from McCouch et al. (2002)
The table Is extremely large. Please be patient while it loads.

o HTML table
o Tab-delimited {save to your local hard drive and open Wi

. Click to view this table of
4. References ah&downloadable information:

McCouch et al.

SSR Primers. (see slide 21)

2) Development and Mapping of 2240 New SSR Markers for Rice (Onyza

sativa L.). DNAR

J199-207.

Reprints, supplemerkrm\

from 2240 new RM markers developed by the International Rice
Microsatellite Initiative (IRMI) as well as 500
previously-described RM markers.

Coburn et al. (2002 d ap
genotyping of rice (Onyz

pllcatlon of microsatellite marker panels for semiautomated
). Crop Sci 42:2092

Reprint and fluorescent panel information

Gramene ref

Chen et al. (2002) Sequen
species. Mol Gen Genom|c

Temnykh et al. (2001) Compu
{Onyza sativa L.): Frequency, |
441.

potential. Genome Res 11:1
Temnykh et al. (2000) Mappin

ce of rice microsatellites in Onyza and other plant
331 -343

Reprint

Gramene ref

xperimental analysis of microsatellites in rice
transposon associations, and genetic marker

Reprint, genotype data, map positions, and high-resolution
map images for the Rice Cornell SSR 2001 map.

Gramene ref

ences in rice

Reprint describes older version of the Cornell SSR map.

Gramene ref

Get citation information, or

link to the original article.

3/22/07 18




SSRIT - Simple Sequence Repeat Identification Tool
This tool finds all perfect simple sequence repeats (SSRs) in a given sequence.

For source code for a stand-alone version please click here.

timer e 2.0 or greater, or IE 4.0 or greater required.

tefamer

pentamer zarch parameters

hexamer ~ 9

heptamer I I h

octamer - maximum motif-length group you wish to find. Rs up to and including pentamers {meaning, you'd like to search for
nonamer brs, tetramers, and penta Se eCt group engt

decamer
tetramer  w |

b) Enter the minimum number of repeats you will allr/ r mare motif repeats, such as ag-5 {"agagagagag’.
e Select number of repeats\r

N~—

2) Paste/Enter your sequence of interest into the textarea

The sequence({s) must be in FASTA format - meaning, there must be a title line with a "=' atthe beginning for each sequence.
FOR EXAMPLE,

=seql
agagattaggatcgatcgegcetetetetetetetetecgatecgagategat
ggccatcatcatcatcatcattgagatatagegegatatcgagagatete
agaatagatatcgegetatagagagatcgagagagaagtaga

=seq2
agagataggaatatgagatagecgggggggggagggegcetatacgegetey
gagagagatctctcictctcttatagagatcgatcgactagetagatata
agactcactcactcactcactcactcagegegat

Paste/Enter your sequence(s) here:

G\ter sequence in FASTA

wrmat

Reset | FIND SSRs |

3/22/07 19




Panel of 50 standard SSR markers

SSR panels labeled for the ABI3730
designed for genotyping with all AA genome Oryza species
400
3350 |
330 / -
I H i Users may access this data
a
S 2 I , from the SSR Resources.
£ IJ U I l -
o
@
2 200 B
2 [
3
@ 150 - I I |
o
=
I Il I IIH I I
100 -
Markers with an asterisk represent a panel of
30 (not a wildcard as in a search). /J
O D 2D DD D D VDD DOV DD JJ':D'E'I)'I'JD'IJ D'N'IU'IDIJD'JU IJ'Z)’IJ,IJ'JJ JU'IU IJ'D'JU'IJ
rrrrrrrrIrIrIrIrIIsrrrIrrrIrIrIrIrsIrsrrIrsIrIIIIIIIIIIIIII
/é§§§§*§a§§5§§§2=§s§§£§§55“&§§=§§asa§3§5§55§
Marker oncM | TIGRv3 |Forward Primer (Labeled) Reverse Primer Anneal temp (PCR Cycles |Panel |Label |Color |Pooling conc. (Min Allele (Max Allele
RM435%| 1 L 2.8| 213775|aatccaagotgcagagatyg caacgatgacgaacacaace 55 30 8 |6FAM |blue 1% 148 160
R M1 1 29.7| 4633595 |gcoaaaacacaatgcaaaaa  |gegttggttggacctgac 55 30 2 |PET |red 1% 67 119
RM283*| 1 31.4| 4883717 |otctacatgtacccttottygg cggcatgagagtctgtgaty 61 30 4 |NED [pellow 1% 130 176
RM259 | 1 54.2| 7443424 tggaotttgagaggagyy citgttgcataatgccatat 55 30 1 |[6FAM [blue 2% 133 186
RM312 | 1 71.6(14890771 |otatgcatatttgataagag aagtcaccgagittaccite 55 30 1 |6FAM [blue 1% a6 106
RMS 1 = 52076 tgcaactictagetactega gcatccgatcttgataag a7 30 5 |MIC |green 1% 94 138
RM237*| 1 115.2 2% ctatce tagdaagagageactacage a5 30 6 IC  |green 1% 105 153
RM431*| 1 178.3(3887( - Nuottcac 55 30 2 IC  |green 1% 233 261
RM154% 2 48| 108 CIICk tO acCCess marked tegetee 61 30 9 |PET |red 1% 148 230
detail information.
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Table of SSR Primers from McCouch et al. (2002)

Locus Name Primer Name Forward Primer Reverse Primer
0SR13 0SR13 catttgtgcotcacggagta agccacagcgeccatctete
OSR14 OSR14 aaatccacgoacactttgoy aggtaaacgagctinacots
%OSFMB 0OSR16 aaaactagcttgcaaagggga tgccaacte{ The table is extremely large.
OSR17 OSR17 gctgottgattcagetagte gcctegtigt . -
irOSR21 OSR21 atttctttggccacaggega cccagatte Please be patlent while it
0SR23 EOSR23 Etgatacgtggtacgtgacgc &aatcgcttc loads.
0OSR28 0SR28 agcagetatagettagetgy actgcacatgagoeg—
RM1 RM!1 GCGAAAACACAATGCAAAAA GCGTTGGTTGGACCTGAC
RM10 ERM1 0 TTGTCAAGAGGAGGCATCG CAGAATGGGAAATGGGTCC
RM100 RM100 CATGGAGAGGAACTGGTGTT CTCTGATTTCTACCTCTCTC
RM1003 MRGO003. HAUO003 GATTCTTCCTCCCCTTCGTG TTCCTGTCAGAACAGGGAGC
Rh1004 EMRGUUUIL HAUO0D4 AC GACCCCTCCTGGTTCTG CTCGTGGTTCTG GTCACAAC
Al AL CTGAATGGTCAAGT ™ This s the html table. You should select ).
RM1018 MRGOO13.IRRIO .. -
RMI019 EMRGDngGPm '_the tab-delimited file if you want to save |
RM102 RM102 AACTTTCCCACCAC ITtO your computer to putina |
RM1022 iMRGDDQQ. IRRIOD22 ECATGGGATGAGGG sp readsheet.
RM1024 MRGO024.IRRIOD24 GCATATAC CATGGA
RM1026 MRGD026.IRRIDD26 EGCCTCTGGCAGMTRGW e ——r — / -----------------------------
iRr»m 03 RM103 CTTCCAATTCAGGCCGGCTGGC CGCCACAGCTGACCATGCATGC
RM1031 MRGDO31. HAUDD31 GTGAAGGCACACCAACCG GACGAGGATCGAATTCGAAG
RM1032 MRGO032.RTOO32 TGGCACTTCACGTAGCAAAC TGGTTCTGTICTIGTGGCTG
%Rl‘m 036 EMR’GUD38. HAUO036 ECTCAﬂTGTC GATTGCCGTC ‘EATGGGAG GAGTGATCAAACG
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BN Markers Home | Markers Search | View Map Sets | 3SR Markers Reges?

Markers Search

Use the "Markers Search” tool to search for markers. When you first visit this tool, you
this form are some examples of what you could search for. Clicking on any of these sea
search examples is a summary of the number of markers by each type with a link to "Se

gented with a simple form for searching the marker database. Immediately below
wles will initiate a search for that example and return the results. Below the
gse markers.

To conduct a search, you can enter any number of marker names in the "Marker Name" sA
marker with a space in the name you must enclose the entire name between double quotat
zero or more of any character in the search string (e.g., "RM™ will search for all mg
parameters, a search for "™ (i.e., all markers) is performed.

¢ commas or spaces to separate the names. If you are searching for a
"C742 (K)"). You may use the wildcard character "™ to subsitute for
search form without supplying any

Help files help the user to

To further refine your search query, you may specify a marker type (e.g., "RFLP") Conduct a Search as We” as used alone or in conjunction
with any other parameter. For instance, you may wish to search for all markers w . ! all 3SR markers, or all of these
conditions. defines the available

information from the module. summatized in text, like Search

After performing a searching, the results page will indicate how many, if any, mar
results for alf SSR markers matching "RM™."
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Tutorials

W

You may select between a

¢ PowerPoint o .
o Adobe PDF powerpoint version or a pdf

\&rsion of the tutorial.
Release Notes

N\ Mappings Home | Mappings Search | View Map Sets | 55R Markers Resource

Mappings Tutorial

Select your preferred format:

Gramene Tutorials: Mavigation | Overview | Genomes | Gram
| Ontologies | Genes | QTL | Diversity | Pathways | Literature

art | BLAST | Maps | Mappings | Proteins

Ger Adobe [ rems
Free associated software: ,R“d"\i Ga0tlea PowerPoint viewer Navigate to other tUtOfi&'S

Download free software to view

3/22/07 tutorials. 23




FAQ

Gramene FAQ
¢ Moderator!
* Gramene FAQ

of page)

* Subcategories:
EfMaps and CMap
ErsLasT
ErProteins
Ontologies
ErGenomes
Ervarke
EratL
Ercenes
ELiterature
ErData Curation
ErGramene Progra
Diversity
& GrameneMart
E’F’athways

Answers in this category:
New ltem

* 2006-Aug-15 9:45am

This document is: http://dev.gramene. org/cgi-bi
[Search] [Appearance] [Show This Entire Cateq

.’
ﬁ-!,, ’\' zy |

Last modified: Tue Aug 15 13:45:35 2006

=

3/22/07

\see search on bottom left

FAQ are questions that users
asked, and curators answered.
FAQ are organized by module

Use Feedback to

submit a question.

g

Click here for Marker FAQ

Gramene FAQ :
Qukers

* Moderator: cerl7@comell.edu {(inherited from parent)
* FAQ for the Markers Module
¢ Subcategories:

Answers in this category:

Why can't | find the genome postition for well-known marker in Gramene?
B | want to know what the sequence of the product amplified by a certain marker.

* 2008-May-05 3:35pm

Previous: 7 Genomes
Next: E7QTL

Click to search FAQ
by keyword

This document is: http://dev.gram

[SearchlL ds] This is a Fag-O-Matic 2.721.

B3 | need to get the GenBank accession numbers from such markers in a batch mode, rather than individually.
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Contact Gramene

Ezedback

Use the feedback button, located at the top of every page, to
provide feedback or to ask questions about Gramene.

L — — Email Gramene at gramene@gramene.org
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